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What is a wiki ?

Definitions of Wiki on the Web:

A website or similar online resource which allows users to add and edit
content collectively.
www.parliament.vic.gov.au/sarc/E-Democracy/Final Report/Glossary.htm

A collection of websites of hypertext, each of them can be visited and edited
by anyone. “Wiki wiki” means "rapidly" in the Hawaiian language.
www.cpsr-peru.org/english_version/privacy ngo/part4

online collaboration model and tool that allows any user to edit some content
of webpages through a simple browser.
mobileman.projects.supsi.ch/glossary.html

A wiki is a web application that allows users to add content, as on an Internet
forum, but also allows anyone to edit the content. Wiki also refers to the
collaborative software used to create such a website (see Wiki software).
en.wikipedia.org/wiki/WIKI

69

18/5/2009



18/5/2009

What is Twiki ?

e A structured wiki

 looks and feels like a normal Intranet or
Internet web site. However it also has a
Edit link at the bottom of every topic (web
page), everybody can change a topic or
add content by just using a browser.

How do | start ?

1. http://www.dbrm.se/twiki/bin/view/BioinfoCourse/\WWebHome

2. Login to the page to be able to edit the page. Register for an
account if you don’t have a login id.

Click to access the
BioinfoExamination
page




Where do | access my project page
?

T - » ,'I Lo_gin to be able to
aorm re : edit the pages

Click here to
see previous
course’s project
pages

Click to edit your
team'’s project page

Information to include

* Project title

 Names of team members

* Introduction, discussion and conclusion

* Links to the Bioinformatics resources used
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Starting point — Create your group’s
presentation page

GroupThree (edit) Change your group’s
project title here

Reference
information

Setting a TWiki variable

== Using a TWiki Variable
Editing the raw text instead of Wysiwyg
et 7, or lse e Fiw E08 ik e bt sction bar
== = oms LAEE"R dihien "
; S
Edit project

information here

Sample project page

Click to edit
information

Please include your
group’s project title

BiaintoCaurse o and team members’

won

names

Introduction to the
topic

Additional information
from Pubmed
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Bioinformatics analysis carried out

» Database searching using Entrez & Expasy

» Sequence similarity searching using BLAST & BLAT
* Finding open reading frame

» Translating gene sequence to protein

» Multiple sequence alignment using CLUSTALW

e Secondary structure prediction using Web EMBOSS
(Garnier)

Results

D. melanogaster BLAT Results

BLAT Search Results

ACTICHS QUERT SCORE START END QSIZE IDENTITY CHRO STRAND START END SPAT
browser details Tourdeg 25 3711 3741 10111 96.8% 2L = 25834001 2834052 52
browser details YTourdeg 23 8581 29606 10111 96.2% 2R = 853703 8953741 38
browser details Yourdeg 23 4287 4311 10111 S96.0% ZL # 19893665 19893609 z5
browser details YourSeg 2z 5900 5931 10111 B54.4% Textra Lo 16856636 16856667 3z
browser details Yourdeg 20 8353 5415 10111 100.0% ZR = 10210475 10210487 z0
browser details Yourdeg 20 8507 B526 10111 100.0% ZL = 12754287 12754306 z0

BLAT gene sequence against the UCSC Genome
Browser

Information from the Entrez Gene database on
interaction and articles from Pubmed
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PROTEIN 3D
STRUCTURE
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Bioinformatics Resources Used

» Database searching
— ENTREZ: http://www.ncbi.nlm.nih.gov/Entrez/
— EXPASY: http://lwww.expasy.org
— UCSC Genome browser: http://genome.ucsc.edu/

* Sequence analysis
— *NCBI ORF Finder: http://www.ncbi.nlm.nih.gov/projects/gorf/
— ClustalW: http://www.ebi.ac.uk/Tools/clustalw2/index.html

— Web EMBOSS:
http://teacher.bomc.uu.se/lUPPSALAO6/EMBOSS/

* Watch on You Tube: How to use the ORF Finder:
http://www.youtube.com/watch?v=FbhJUx7K5rE

How do | put it together ?
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You need to learn some wiki
syntax

» TWiki topic name always has a fixed format: two or more words with
initial capitals, run together to form a WikiWord .

» When you write the name of a topic, it becomes a link. Example: To
write a custom link label, use bracket notation: [[GroupOne][Group
One]] — this becomes: Group One

BioinfoAnalysisYP (edif)

Reference information on
wiki syntax you need to
know

Sefting a TWiki variable
i Using a TWiki Variable

Eduting the raw text instead of Wysiwyg
2 7,00 1 D e 30 ) B D 380 iy

= oe o L EEre L ® 0

| will do a demo this
ek et ext and afternoon

add images

Tools to help you edit
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Where to Get More Information

E-mail yunping@nus.edu.sg

Any Questions ?
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